A Anova, p=1.9-17

Gene express)

C Anova, p=0.00019

Gene expression of NOP14

1DH mutaion satus.

Anova, p=5.5e-16

©

) A 0 A
All WHQO grade survival (primary glioma)
F Strata ==~ status=High (111) === status=Low (111)

1.00+

0.75
=y
=
8
o
[
So0501 ----
= i
Z !
E i
3
w 1
0.251 '
p < Q.0001

h

1

.

0.00 1
. . . . ,
0 1000 2000 3000 4000

Time (day)
WHO grade |l survival (primary glioma)

Strata = status=High (45 =*= status=Low (45)

Gene expression of NOP14
~N
. .
[) [}
4 [
af C ™Y
o

Gene expression of NOP14

Gene expression of NOP14

]

A0
Histology

G

1.00 4

0.756 4

Survival probability

0.25+

0.00 4
.
5000

0.50 1

T-test, p=7e-11

T-test, p=0.00031

Age status

T
. .
.
. l
.
- -
.
7
Ed
. L]
.
.
AA rAA GBM rGEM

All WHO grade survival (recurrnt glioma)

Strata == status=High (26) == status=Low (29)

T T T T T !
0 1000 2000 3000 4000
Time (day)

WHO grade |l survival (recurrent glioma)

Strata < status=High (4) =* status=Low (4)

Supplementary Figure 1.Correlation between NOP14 expression and different
clinicopathological characters of GBM. Correlation between (A) NOP14 expression
and WHO GBM grade, (B) primary treatment, (C) histological type, (D) IDH status,
(E) 1p/19p cedar.(F-J) Prognostic value of NOP14 .
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Supplementary Figure 2 | (A) The results of differentially expressed gene (DEG) analysis.



